Panton-Valentine leukocidin (PVL) is a cytolytic toxin, and it is encoded on a Staphylococcus aureus bacteriophage integrated into the bacterial genome. PVL may be the key toxin responsible for enhanced virulence of communityassociated meticillin-resistant S. aureus (CA-MRSA), but this is controversial. In many bacteria, expression of toxin genes encoded on such phage is induced under stress, including antibiotics. In this issue, Wirtz et al. (2009) prove that phage induction increases expression of luk-PV mRNA dramatically. But suprisingly, they show that the clone responsible for most CA-MRSA infections in the USA has defective phage and fails to overexpress the toxin.
S. aureus is a commensal of humans, and an extremely common cause of infections ranging from mild to fatal. b-Lactam antibiotics, particularly the meticillinrelated class, are widely used to prevent and treat infections, but resistance is now very common, especially in hospitals. CA-MRSA have evolved independently of typical hospital MRSA. The dominant CA-MRSA from different regions belong to genetically unrelated lineages and cause unique clinical problems. In the USA, CA-MRSA belong to lineages CC8 (called USA300, which is the dominant clone) and CC1 (USA400) and are responsible for widespread severe skin and soft tissue infection (SSSI) in healthy people, particularly those in close contact with others such as schoolchildren, athletes, prisoners, military personnel and men who have sex with men. Infections can be severe enough to require hospitalization and may cause death. CA-MRSA are spreading quickly, resulting in severe pressure on accident and emergency departments, and USA300 is becoming a major cause of hospital-acquired infection (Seybold et al., 2006) . Furthermore, meticillin-sensitive S. aureus that are genetically similar to USA300 and PVL positive have also caused a dramatic increase in SSSI in the last few years (Orscheln et al., 2009) . In Europe, CA-MRSA are rarer, but when they are present the dominant clone is ST80. Rare haemolytic pneumonia in children with a high mortality rate is associated with these strains. In Asia, SSSI are increasing due to CA-MRSA CC59, while in the South Pacific, SSSI caused by CA-MRSA CC30 have been prevalent for more than a decade (Tristan et al., 2007 et al., 2006b) , and this may partly explain why luk-PV is so prevalent in the USA300 clone. But it doesn't explain why
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